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<210> 1 

<211> 1491 

<212> DNA 

<213> homo sapiens 



<400> 1 

atgagctgcg 

caaggctacc 

aacgagtctc 

atgctgcaca 

acctgggatg 

cacgggccca 

tatcgctctc 

ccctacccga 

cactacacac 

cggaagatga 

tctccaaagg 

tgcccaccca 

actccaaaac 

aaccatgttt 

gtcaactaca 

tccacgtgta 

ggaagtctgt 

ctggatgaca 

aagtctgaga 

gtgtcaaaag 

tttgaaaagc 

ccttcctact 

aagacagctg 

cccgtggata 

ctggggactc 



tcctgggtgg 
tcctgcccaa 
actcccgggt 
acaagcttcg 
acgaactgga 
ccagtctgct 
cggggttcca 
gcgagtgcaa 
agatagtttg 
ctgtctgggg 
ggaactggat 
gctatggagg 
ctgaaacgga 
ggctccaacc 
tgacccaagt 
acaggtacca 
tctatgaaag 
agggaggcct 
gacacggcgt 
tgaaagtgca 
cagcaactca 
gggctccggt 
tgcacgcggg 
aaaagaagac 
ctcgggatgg 



tgtcatcccc 
cgtcactctc 
ccgcagagcc 
gggccaggtg 
gaagtctgct 
ggtgtccatc 
tgtgcagtcc 
cccctggtgt 
ggccaccacc 
agaagtttgg 
tggagaagcc 
cagctgcagg 
cgagatgaat 
gagggtgatg 
cgtcagatgt 
gtgcccagca 
ctcgtctagc 
ggtggatatc 
gcagtccctc 
ggatttggac 
ctgcccaaga 
gtttggaacc 
agtcatcagc 
ctacgtgggc 
aaaggccttc 



ttggggctgc 
ttagaggagc 
atccccaggg 
cagcctcagg 
gcagcgtggg 
gggcagaacc 
tggtatgacg 
ccagagaggt 
aacaagatcg 
gagaacgcgg 
ccctacaaga 
aacaacttgt 
gaggtggaaa 
agacccacca 
gacaccaaga 
ggctgcctga 
atatgccgcg 
accaggaacg 
agcaaataca 
tgctacacga 
atccattgtc 
aacatctatg 
aacgagagtg 
tcgctcagga 
cggatctttg 



tgttcctggt 
tgctcagcaa 
aggacaagga 
cctccaacat 
ccagtcagtg 
tgggcgctca 
aggtgaagga 
gctcggggcc 
gttgtgctgt 
tctactttgt 
atggccggcc 
gttaccgaga 
cggctcccat 
agcccaagaa 
tgaaggacag 
accacaaggc 
ccgccatcca 
ggaaggtccc 
aaccttccag 
ccgttgctca 
cggcacactg 
cagatacctc 

ggggtgacgt 

atggagttca 
ctgtcaggca 



ctgcggatcc 
ataccagcac 
ggagatcctc 
ggagtacatg 
catctgggag 
ctggggcagg 
ctacacctac 
tatgtgcacg 
gaacacctgc 
ctgcaattat 
ctgctctgag 
agaaacctac 
tcctgaagaa 
aacctctgcg 
gtgcaaaggg 
gaagatcttt 
ctacgggatc 
cttcttcgtg 
ctcattcatg 
gctgtgcccg 
caaagacgaa 
aagcatctgc 
ggacgtgatg 
gtctgaaagc 

g 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1491 



<210> 2 
<211> 497 
<212> PRT 

<213> homo sapiens 
<400> 2 

Met Ser Cys Val Leu Gly Gly Val lie Pro Leu Gly Leu Leu Phe Leu 



1 



1 

Val Cys Gly Ser 
20 

Glu Leu Leu Ser 
35 

Arg Ala lie Pro 
50 

Lys Leu Arg Gly 
65 

Thr Trp Asp Asp 

Cys lie Trp Glu 
100 

Asn Leu Gly Ala 
115 

Gin Ser Trp Tyr 
130 

Glu Cys Asn Pro 
145 

His Tyr Thr Gin 

Val Asn Thr Cys 
180 

Ala Val Tyr Phe 
195 

Glu Ala Pro Tyr 
210 

Tyr Gly Gly Ser 
225 

Thr Pro Lys Pro 

lie Pro Glu Glu 
260 

Thr Lys Pro Lys 
275 

Arg Cys Asp Thr 
290 

Arg Tyr Gin Cys 
305 

Gly Ser Leu Phe 

His Tyr Gly lie 
340 

Asn Gly Lys Val 
355 

Ser Leu Ser Lys 
370 

Lys Val Gin Asp 
385 

Phe Glu Lys Pro 

Cys Lys Asp Glu 
420 

Tyr Ala Asp Thr 
435 

lie Ser Asn Glu 
450 

Lys Lys Thr Tyr 
465 

Leu Gly Thr Pro 
Gin 



Gin 


Gly 


Tyr 


Leu 


Lys 


Tyr 


Gin 


His 








40 


Arg 


Glu 


Asp 


Lys 






c c 
D D 




Gin 


Val 


Gin 


Pro 




/ u 






CalU 


Leu 




Lys 


O D 








His 


Gly 


Pro 


Thr 


His 


Trp 


Gly 


Arg 








120 


Asp 


Glu 


Val 


Lys 










Trp 


Cys 


Pro 


Glu 




lDU 






lie 


Val 


Trp 


Ala 


lb j 








Arg 


Lys 


Met 


Thr 


Val 


Cys 


Asn 


Tyr 








200 


Lys 


Asn 


Gly 


Arg 






215 




Cys 


Arg 


Asn 


Asn 




zjl) 






Glu 


Thr 


Asp 


Glu 










Asn 


His 


vai 


Trp 


Lys 


Thr 


Ser 


Til - 

Ala 








280 


Lys 


Met 


Lys 


Asp 






2 95 




Pro 


Ala 


Gly 


Cys 




Tin 

5 1U 






Tyr 


Glu 


Ser 


Ser 


"DOC 








Leu 


Asp 


Asp 


Lys 


Pro 


Phe 


Phe 


Val 








360 


Tyr 


Lys 


Pro 


Ser 






1 ""7 C 




Leu 


Asp 


Cys 


Tyr 




ion 






Ala 


Thr 


His 


Cys 


405 








Pro 


Ser 


Tyr 


Trp 


Ser 


Ser 


lie 


Cys 








440 


Ser 


Gly 


Gly 


Asp 






455 




Val 


Gly 


Ser 


Leu 




470 






Arg 


Asp 


Gly 


Lys 



485 





1 A 
1U 






Leu 


Pro 


Asn 


Val 


ZD 








Asn 


Glu 


Ser 


His 


Glu 


Glu 


lie 


Leu 








D u 


Gin 


Ala 


Ser 


Asn 






75 




Ser 


Ala 

Ala 


Ala 


7\ 1 a 

/-i_L d 




y u 






Ser 


Leu 


Leu 


Val 


105 








Tyr 


Arg 


Ser 


Pro 


Asp 


Tyr 


i nr 


Tyr 








14 U 


Arg 


Cys 


Ser 


Gly 






155 




Thr 


Thr 


Asn 


Lys 




1 / u 






vai 


Trp 




fin 

blU 


1 O D 








Ser 


Pro 


Lys 


Giy 


Pro 


Cys 


Ser 


CalU 








0 0 n 
ZZU 


Leu 


Cys 


Tyr 


Arg 






235 




Met 


Asn 




vai 




o c n 
Z DU 






Leu 


Gin 


Pro 


Arg 


ZoD 








Val 


Asn 


Tyr 


jxie u 


Arg 


Cys 


Lys 










inn 


Leu 


Asn 


His 


Lys 






315 




Ser 


Ser 


lie 


Cys 




33 0 






Gly 


Gly 


Leu 


Val 


"3 A C 








Lys 


Ser 


GlU 


Arg 


Ser 


Ser 


Phe 


Jxiet: 








ion 


Thr 


Thr 


Val 


Ala 






395 




Pro 


Arg 


lie 


His 




41U 






Ala 


Pro 


Val 


Phe 


42 5 








Lys 


Thr 


Ala 


Val 


Val 


Asp 


Val 


Met 








460 


Arg 


Asn 


Gly 


Val 






475 




Ala 


Phe 


Arg 


He 




490 







15 

Thr Leu Leu Glu 
30 

Ser Arg Val Arg 
45 

Met Leu His Asn 

Met Glu Tyr Met 
80 

Trp Ala Ser Gin 
95 

Ser He Gly Gin 
110 

Gly Phe His Val 
125 

Pro Tyr Pro Ser 

Pro Met Cys Thr 
160 

He Gly Cys Ala 
175 

Val Trp Glu Asn 
190 

Asn Trp He Gly 
205 

Cys Pro Pro Ser 

Glu Glu Thr Tyr 
240 

Glu Thr Ala Pro 
255 

Val Met Arg Pro 
270 

Thr Gin Val Val 
285 

Ser Thr Cys Asn 

Ala Lys He Phe 
320 

Arg Ala Ala He 
335 

Asp He Thr Arg 
350 

His Gly Val Gin 
365 

Val Ser Lys Val 

Gin Leu Cys Pro 
400 

Cys Pro Ala His 
415 

Gly Thr Asn He 
430 

His Ala Gly Val 
445 

Pro Val Asp Lys 

Gin Ser Glu Ser 
480 

Phe Ala Val Arg 
495 



* 



ft 



<210> 3 

<211> 2272 

<212> DNA 

<213> homo sapiens 



<£3 



<400> 3 

cccagggcgt 

tgtgcccgcg 

ggtgattgga 

cccgtgagtc 

tccccttggg 

ctctcttaga 

gagccatccc 

aggtgcagcc 

ctgctgcagc 

ccatcgggca 

agtcctggta 

ggtgtccaga 

ccaccaacaa 

tttgggagaa 

aagcccccta 

gcaggaacaa 

tgaatgaggt 

tgatgagacc 

gatgtgacac 

cagcaggctg 

ctagcatatg 

atatcaccag 

ccctcagcaa 

tggactgcta 

caagaatcca 

gaaccaacat 

tcagcaacga 

tgggctcgct 

ccttccggat 

caggagggct 

tcaggaaact 

gacatctcat 

gcctgatcct 

gagctgtctc 

gtggaggaag 

gtgaagcatt 

gaagtagaag 

atggttttaa 



ctccggctgc 

ctgtcgccgc 

gccctgcgga 

ccatagttgc 

gctgctgttc 

ggagctgctc 

cagggaggac 

tcaggcctcc 

gtgggccagt 

gaacctgggc 

tgacgaggtg 

gaggtgctcg 

gatcggttgt 

cgcggtctac 

caagaatggc 

cttgtgttac 

ggaaacggct 

caccaagccc 

caagatgaag 

cctgaaccac 

ccgcgccgcc 

gaacgggaag 

atacaaacct 

cacgaccgtt 

ttgtccggca 

ctatgcagat 

gagtgggggt 

caggaatgga 

ctttgctgtc 

tcggggtttt 

tcctttgact 

cccctcactg 

gctggggcct 

ttaaagggga 

ttgatttcaa 

cacggcgtcg 

gtagttattt 

tgtttgctgg 



tcccattgag 

tgctaccgcg 

gagctcaagc 

tgcaggagtg 

ctggtctgcg 

agcaaatacc 

aaggaggaga 

aacatggagt 

cagtgcatct 

gctcactggg 

aaggactaca 

gggcctatgt 

gctgtgaaca 

tttgtctgca 

cggccctgct 

cgagaagaaa 

cccattcctg 

aagaaaacct 

gacaggtgca 

aaggcgaaga 

atccactacg 

gtccccttct 

tccagctcat 

gctcagctgt 

cactgcaaag 

acctcaagca 

gacgtggacg 

gttcagtctg 

aggcagtgaa 

gcttttattt 

gatgttcagt 

aagcaacagc 

gggggtctcc 

cagttgccca 
cccccctgcc 
gaagaggcct 
aaaaataaaa 
tcagacagac 



ctgtctgctc 

tctgctggac 

gcccagctct 

gagccatgag 

gatcccaagg 

agcacaacga 

tcctcatgct 

acatgacctg 

gggagcacgg 

gcaggtatcg 

cctaccccta 

gcacgcacta 

cctgccggaa 

attattctcc 

ctgagtgccc 

cctacactcc 

aagaaaacca 

ctgcggtcaa 

aagggtccac 

tctttggaag 

ggatcctgga 

tcgtgaagtc 

tcatggtgtc 

gcccgtttga 

acgaaccttc 

tctgcaagac 

tgatgcccgt 

aaagcctggg 

tttccagcac 

ttattttgtc 

gtccatcact 

atcccaaggt 

atctggacgt 

aaatgttcct 

aaaagaacaa 

tttgagcaag 

aacacagtcc 

aaatgggcta 



gctgtgcccg 

gcgggagacg 

gcccsaggag 

ctgcgtcctg 

ctacctcctg 

gtctcactcc 

gcacaacaag 

ggatgacgaa 

gcccaccagt 

ctctccgggg 

cccgagcgag 

cacacagata 

gatgactgtc 

aaaggggaac 

acccagctat 

aaaacctgaa 

tgtttggctc 

ctacatgacc 

gtgtaacagg 

tctgttctat 

tgacaaggga 

tgagagacac 

aaaagtgaaa 

aaagccagca 

ctactgggct 

agctgtgcac 

ggataaaaag 

gactcctcgg 

caggggagaa 

attgcggggt 

ttgtggcctg 

gctcagccgg 

cctctctcct 

tgctatgtgt 

accatttgaa 

cgccaatgag 

gtccctacca 

gagtaagaag 



ctgtgcctgc 

ccagcgagct 

cccaggctgc 

ggtggtgtca 

cccaacgtca 

cgggtccgca 

cttcggggcc 

ctggagaagt 

ctgctggtgt 

ttccatgtgc 

tgcaacccct 

gtttgggcca 

tggggagaag 

tggattggag 

ggaggcagct 

acggacgaga 

caaccgaggg 

caagtcgtca 

taccagtgcc 

gaaagctcgt 

ggcctggtgg 

ggcgtgcagt 

gtgcaggatt 

actcactgcc 

ccggtgtttg 

gcgggagtca 

aagacctacg 

gatggaaagg 

ggggcgtctt 

atatggagag 

tgggtgaggt 

actccctggt 

ttagagatct 

tcttctgttg 

gctcacaatt 

tttcaggaat 

atagaggaaa 

gc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2272 



3 



